
 

Supplemental Figure S1: Coverage maps of features for chromosomes 1-6. For features other than nucleosome 

occupancy likelihoods, scales represent the percentage of nucleotides annotated as the feature. For nucleosome 

occupancy likelihoods, the scale represents the estimated likelihood of occupancy where positive values predict the 

presence of a nucleosome and negative values predict the absence of a nucleosome. 


