Average Depth

1500 1

1000 1

500 1

yHRWh19 Avg depth of coverage

22A0da19

1500 1

1000 1

500 1

2EYSa0

1500 1

1000 1

500 1

0
1500 1

1000 1

500 1

Species
GLBRCY22
CBS432

— - IFO1815

ZP591

CBS10644

CBS7001

ST8TO4I

16Sdz

1500 A

1000 1

500 1

1500 A

1000 1

500 1

|| PY90TSED ||

1004590

O -

40000 60000 80000
Genome Position



Average Depth

yHRWh19 Avg depth of coverage

15001 RPML

1000 1

500 1

22A0da19

O.
1500 1

1000 1

2EYsa0

500 1

1500 1

Species
. GLBRCY22
CBS432

1000 1

500 1

ST8TO4I

0
1500 1

1000 1

>
©
165dZ

@]
ve]
)
=
o
(o]
D
H

500 1

1500 A

1000 1

500 1

|| bv90TSED ||

1500 A

1000 1

500 1

1004590

40000 60000 80000

Genome Position



log2(Average Depth)

yHRWh19 Log2 Avg depth of coverage

3. _
P o
2- ) e

Py

Q
4 RRM1 N
0 ||
3. —

21 2
wn
&
11 N
0+ ||
3. —
21 g Species

5 GLBRCY22
11 [

a CBS432
0+ — - IFO1815
3. -

ZP591
21 5 CBS10644
ATIP9 %
1- (= CBS7001
0 ||
3. -

2
21 %)

[y

o
11 R

D
0+ ||
3. -

5] I 2

w

S
11 =)

=
0 A T T T T T

0 20000 40000 60000 80000

Genome Position



log2(Average Depth)

yHRWh19 Log2 Avg depth of coverage

22A0da19

2EYSa0

Species
GLBRCY22
CBS432

— - IFO1815

ZP591

CBS10644

CBS7001

ST8TO4I

>
©
16Sdz

|| PY90TSED ||

1004590

20000

40000 60000 80000
Genome Position



log2(Average Depth)

yHRWh19 Avg depth of coverage

ZZADHg1D |

2EYsa0

A

9

Al
6 ATP9
RPM1

ST8TO4I

16Sdz

|| bv90TSED ||

1004590

40000
Genome Position

60000

80000

Species
. GLBRCY22
CBS432



yHRWh19 Avg depth of coverage

1000 1

500 1

22A0da19

1000 1

500 1

2EYSa0

10001 Species

GLBRCY22
CBS432
— + IFO1815
ZP591
CBS10644
CBS7001

500 1

ST8TO4I

1000 1

500 1

Average Depth (limited)

16Sdz

1000 1

500 1

|| PY90TSED ||

1000 1

500 1

1004590

40000
Genome Position



Average Depth (limited)

yHRWh19 Avg depth of coverage

RPM1]

1000 1

500 1

22A0da19

1000 1

500 1

2EYsa0

10001 Species

. GLBRCY22
CBS432

500 1

ST8TO4I

1000 1

165dZ
@]
ve]
)
=
o
(o]
D
H

500 1

1000 1

500 1

|| bv90TSED ||

1000 1

500 1

1004590

40000 80000
Genome Position



Average Depth

1500 1

1000 1

500 1

yHRWh19 Avg depth of coverage

2CcADda1O

20000

40000
Genome Position

60000

80000

Species
GLBRCY22



Average Depth

1500 1

1000 1

500 1

yHRWh19 Avg depth of coverage

RPM1

ATP8 RF3

COoB ATIP9

22A0da19

20000

40000
Genome Position

60000

80000

Species
B cLerev22



GLBRCY22

Species

GLBRCY22

yHRWh19 Avg depth of coverage

40000 60000 80000

Genome Position

20000

(ypdaq abelany)zbo)



log2(Average Depth)

yHRWh19 Avg depth of coverage

22A0da19

0 20000 40000 60000 80000
Genome Position

Species
B cLerev22



Average Depth (limited)

yHRWh19 Avg depth of coverage

.l'}.‘ - . -.A;-.
P
.. e .
1000 1 N -
. )
o)
—
]
P
@]
-<
N
N
500
O R
0 20000 40000 60000 80000

Genome Position

Species
GLBRCY22



Average Depth (limited)

1000 1

500 1

yHRWh19 Avg depth of coverage

22A0da19

20000

40000
Genome Position

60000

80000

Species

B cLerev22



